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=% P& H I 14 K B R R 0 0 1 1 0 5 0 2 0 1 0 13
Escherichia coli 026, VT1 1 4 7
Escherichia coli 0111, VT1 2 2
Escherichia coli OUT, VT1 1 2
Escherichia coli 0115, VT1 1 1
Escherichia coli 0157, VT1,2 1 1
uz=s} L7 FREFE 0 0 0 0 0 1 1 4 2 0 0 8
Leptospira spp. 1 1
Leptospira sp. Hebdomadis 1 1 1 3
Leptospira sp. Autumnalis 1 2 3
;_i Leptospira sp. Canicola 1 1
wm | A48 9L/ 2 i PO B RH R R 3 0 1 2 0 0 0 2 1 1 0 12
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- Echovirus E25 1 1
Coxsackievirus B5 1 1
BRI 1 3 0 0 1 1 0 3 0 0 0 9
Human gammaherpesvirus 4 1 1 2
Human gammaherpesvirus 6 1 1
Human gammaherpesvirus 7 1 1
SARS-CoV-2 1 1
T}ER 1 3 4
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Coxsackievirus A6 2 1 3 1 3 2 3 16
= Coxsackievirus A10 1 7 10
i Coxsackievirus A16 1 1 2 4 1 9
= Enterovirus D68 4 4
Eis Rhinovirus 1 1 2 3 9
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