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Pathogen Surveillance in OKINAWA

Katsuya TAIRA, Kiyomasa ITOKAZU,
Masaji NAKAMURA, Jun KUDAKA, and Ryuuji ASATO

Five thousand two hundred three samples were gathered from persons, animals, mollusks, food and environr

water origin, were inspected for the detection of the pathogen in the fiscal year 2001

As a result, 101 virasmainly influenza virus and measles virlys529 bacteria mainly Salmonelland Escherihia

coli 0, 44 parasitd mainly Angiostrongylus cantonen§igpathogen were detected.
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